Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; disorder in main residue; R factor = 0.046; wR factor = 0.135; data-to-parameter ratio = 13.6.
The title compound, [Ni(C 11 
Experimental
Crystal data [Ni(C 11 Table 1 Hydrogen-bond geometry (Å , ). (Stoumpos et al., 2009) . Water and alcohols (ROH) have been shown to add to the carbonyl group forming the ligands (2-py) 2 C(OH) 2 [the gem-diol form of (2-py) 2 CO] and (2-py) 2 C(OR)(OH) [the hemiacetal form of (2-py) 2 CO], respectively (Efthymiou et al., 2006) . The neutral ligands (py) 2 C(OH) 2 and (py) 2 C(OR)(OH) coordinate to the metal centres as N,N',O chelates (Papaefstathiou & Perlepes, 2002) . The different interesting coordination modes have been seen when the ligands (py) 2 C(OH) 2 and (py) 2 C(OR)(OH) are deprotonated to form mono-or dianion. The deprotonation of hydroxyl groups leads to a coordinative flexibility (Papatriantafyllopoulou et al., 2007; Stoumpos et al., 2008) . Some Ni II complexes of the neutral ligand, (py) 2 C(OH) 2 have been structuraly characterized (Wang et al., 1986; Li et al., 2005) , but no structure with a nitrate ion as the counter-ion has been reported to date.
The Ni II atom is located on an inversion center and is coordinated by two tridentate chelating (2-py) 2 C(OH) 2 ligand to form a distorted octahedral geometry. The gem-diol ligand (2-py) 2 C(OH) 2 adopts the coordination mode η Experimental 36.7 mg (0.125 mmol) of Ni(NO 3 ) 2 .6H 2 O and 35.5 mg (0.25 mmol) of C 6 H 5 COONH 4 were dissolved in 4 ml water and carefully layered by 4 ml solution of amixture of acetone, methanol and ethanol (2/2/2) of di-2-pyridyl ketone ligand (46.1 mg, 0.25 mmol). Suitable crystals of the title compound for X-ray analysis were obtained in a few weeks.
Refinement
All H atoms attached to C atoms were fixed geometrically and treated as riding with C-H = 0.93 Å with U iso (H) = 1.2U eq (C). Hydroxyl H atom for O2 were treated as riding on the parent atom with O-H = 0.82 Å and U iso (H) = 1.5U eq (O).
The hydroxyl H attached to O1 appears to be splitted on two positions. The coordinates of these two positions were initially refined with O-H restraints (0.85 Å) and U iso (H) = 1.5U eq (O). Then in the last stage of refinement these disordered H atoms were treated as riding on the O atom.
supplementary materials sup-2 Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
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